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Abstract
Background: During 2015–2016 an outbreak of invasive meningococcal disease due to N. meningitidis serogroup C ST11 (cc11) occurred in Tuscany, Italy. The outbreak affected mainly the age group 20–30 years, men who have sex with
men, and the area located between the cities of Firenze, Prato and Empoli, with discos and gay-venues associatedclusters. A cross-sectional-survey was conducted to assess the prevalence and risk factors for meningococcal-carriage, in
order to address public health interventions.
Methods: A convenience sample of people aged 11–45 years provided oropharyngeal swab specimens and completed
questionnaires on risk factors for meningococcal carriage during a 3 months study-period, conducted either in the
outbreak-area and in a control-area not affected by the outbreak (cities of Grosseto and Siena). Isolates were tested by
culture plus polymerase chain reaction. Serogroup C meningococcal isolates were further characterized using multilocus
sequence typing. Univariate and multivariate analyses were performed to estimate adjusted odds ratios (AORs) for
meningococcal carriage.
Results: A total of 2285 oropharyngeal samples were collected. Overall, meningococcal carriage prevalence
was 4.8% (n = 110), with nonencapsulated meningococci most prevalent (2.3%; n = 52). Among encapsulated
meningococci, serogroup B was the most prevalent (1.8%; n = 41), followed by serogroup Y (0.5%; n = 11) and
serogroup C (0.2%; n = 4); one carrier of serogroup E and one of serogroup Z, were also found (0.04%). Three
individuals from the city of Empoli were found to carry the outbreak strain, C:ST-11 (cc11); this city also had
the highest serogroup C carriage prevalence (0.5%). At the multivariate analyses, risk factors for meningococcal
carriage were: illicit-drugs consumption (AOR 6.30; p < 0.01), active smoking (AOR 2.78; p = 0.01), disco/clubs/parties
attendance (AOR 2.06; p = 0.04), being aged 20–30 years (AOR 3.08; p < 0.01), and have had same-sex
intercourses (AOR 6.69; p < 0.01).
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Conclusions: A low prevalence of meningococcal serogroup C carriage in an area affected by an outbreak due to the
hypervirulent N. meningitidis serogroup C ST-11 (cc11) strain was found. The city of Empoli had the highest attack-rate
during the outbreak and also the highest meningococcal serogroup C carriage-prevalence due to the outbreak-strain.
Multivariate analyses underlined a convergence of risk factors, which partially confirmed those observed among
meningococcal outbreak-cases, and that should be considered in targeted immunization campaigns.
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Background
Neisseria meningitidis is an obligate human commensal
bacteria that colonizes the nasopharynx [1]. Colonization
is a prerequisite for transmission and for developing invasive meningococcal disease (IMD). However, IMD is a
rare consequence of invasion and in most individuals
the colonization leads to a period of asymptomatic carriage after which N. meningitidis is naturally cleared, determining a serogroup-specific antibody response that
acts as transitory immunization event [2].
Asymptomatic meningococcal carriage is recognized as
an age-dependent phenomenon, with prevalence increasing through childhood from 4.5% in infants to a peak of
23.7% in 19-year olds and subsequently decreasing in
adulthood to 7.8% in 50-year olds [3]. However, in closed/
semi-closed settings and during outbreak-situations, the
carriage rate may be higher [2].
The duration of the carriage state varies; it may be
chronic, lasting for several months, intermittent or transient, and depends on the properties of the colonizingstrain [2]. One strain, the sequence-type 11 (ST11)
clonal-complex (cc11) meningococci bearing serogroups
C or W polysaccharide capsules, is recognized to have a
high transmission and recovery rate to balance its short
duration of carriage and inability to create a commensal
relation with the host [4].
In Italy, the incidence rate (IR) of IMD is among the
lowest in Europe [5, 6]. Until 2014, serogroup B was the
main cause of IMD in the country; from 2015, serogroup
C began predominating, determining the 44 and 43% of
all IMD-cases in Italy in 2015 and 2016, respectively.
This sharp increase was driven by the Tuscany region that contributed for 48.4% (31/64) and 37.5%
(30/80) of all IMD serogroup C cases (MenC) at national level in 2015 and 2016, respectively [6, 7]. The
increased incidence of MenC reported by Tuscany
was due to a clonal expansion of the hyper-virulent
N. meningitidis strain C:P1.5–1,10–8:F3–6:ST-11(cc11)
[8], which mainly affected the age group 20–30 years,
men who have sex with men, and the area located between the cities of Firenze, Prato and Empoli, with
discos and gay-venues associated-clusters [9]. As a
consequence, in May 2015, a reactive immunization
campaign offering a single dose of meningococcal

serogroup C conjugate vaccine (MCC) or quadrivalent
meningococcal conjugate vaccine (ACWY) to people
aged 11–45 years, was implemented in Tuscany with
the support of the Italian Ministry of Health (MoH).
In addition, a targeted immunization programme for
MSM was performed in late 2016.
Moreover, with the support of Italian National Institute of Health (Istituto Superiore di Sanità - ISS), the
Tuscany Region conducted an outbreak investigation
[9], and a cross-sectional carriage survey, whose results are presented in this paper. The primary
objectives of the survey were to estimate the meningococcal carriage prevalence during the outbreak and
to identify related risk factors, in order to address
public health interventions.

Methods
Setting and outbreak-context

Tuscany is a region located in central Italy with about
3.8 million of inhabitants at the beginning of 2016, and
the capital city is Florence [10].
MCC was introduced in Tuscany in 2006 with a single
dose at 13–15 months of age, and a catch-up program
was implemented in 2007 among those aged 11–20 years
using ACWY. In addition, the Region introduced in
2017 a booster dose of MCC at 6–9 years of age.
The outbreak-response immunization programme was
implemented in the whole Region through mass-media
communications. People eligible for MCC/ACWY (aged
11–45 years) adhered to the campaign by going directly
to immunization clinics.
As of 31st December 2017, vaccine coverage was 90.6%
at 24 months of age, 53.6% in the age group 11–20 years,
and 36.6% of the reactive vaccination campaign.
Study design, sample size and sampling

This is a cross-sectional carriage survey conducted during the period March 1, 2016–June 30, 2016. The
planned sample size of the study was of 2400 participants. Assuming a carriage prevalence of 18% [11, 12],
this sample size had a precision of about 1.5% [i.e., the
95% Confidence Interval (95% CI) would have a range of
about 3%]; in the worst case (i.e., carriage prevalence of
50%) the precision would be of about 2%. Recruiting
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occurred in four immunization clinics in the context of
the immunization response campaign: two clinics,
respectively located in the cities of Florence and Empoli
(outbreak-area), and two in the cities of Grosseto and
Siena (control-area). Individuals aged 11–45 years who
presented at immunization clinics to adhere to the
response campaign, were asked to participate in the
study by the health personnel (Public Health Nurses).

The double test (culture and PCR) was performed to
maximize the sensitivity [23]. To assess the circulation
of the outbreak strain, C:ST-11 (cc11), serogroup C
meningococcal isolates were further characterized using
multilocus sequence typing (MLST) according to the
methods of Maiden et al. [24]. Alleles, sequence types
and clonal complexes were assigned using the Neisseria
species MLST database (http://pubmlst.org/neisseria).

Specimen and data collection

Data analysis

A written informed consent form was signed by each
participant, and consent was also obtained from parents/
guardians of subject aged less than 18-years. After sample
collection (done before vaccination), the recruited filled-in
a self-administered questionnaire collecting demographic
information and data on known risk factors for meningococcal carriage (e.g. alcohol-consumption and drinks-sharing, active and passive smoking, illicit-drugs use, disco
attendance etc.) [13–17].
Oropharyngeal swab samples through the mouth were
taken by Public Health Nurses of the vaccination clinic
from the posterior wall of the oropharynx [18] and were
immediately placed in a Copan Liquid Stuart’s swab [19]
and transported within 4 h to the Clinical Microbiology
and Virology Unit of Careggi University Hospital of
Florence for culture, and immediately afterwards, to the
Laboratory of Immunology and Infectious Diseases at
the Anna Meyer Children’s University Hospital of Florence for polymerase chain reaction (PCR).

Questionnaires and results on carriage status communicated by laboratories were collected by the Regional
Health Agency of Tuscany, entered into an Excel
database through an optical reader and double
checked by a statistician and an epidemiologist. After
validation, the database was imported into STATA 12
software for data analysis.
Meningococcal carriage prevalence (overall and by
serogroup) was computed and the exact binomial
distribution was used to calculate 95% confidence
intervals (CI).
The association between the study variables and
meningococcal carriage state was assessed through
univariate (Chi-Square Test) and multiple logistic
models. For the latter, we firstly fitted multiple logistic regression models including all variables with a
p-value < 0.20 at the univariate analysis. Secondly,
backward selection was performed and only variables
with a p-value < 0.10 (by the log-likelihood ratio test) were
retained [25]. Age and sex were included in the final
models independently from the estimated p-values at univariate analyses and in the backward selection. Because
some categories had empty cells (i.e. no meningococcal
carriage), in these cases we performed exact logistic regressions to assess the correlation.
Since only 4 serogroup C carriers were found, we used
as outcome variable the carriage status (positive/negative, 1/0) regardless of serogroup, while the following
were used as independent variables: gender; age-group
(11–19; 20–30; 31–45), place (Siena, Grosseto, Firenze,
Empoli) and month (March, April, May, June) of swab
collection; occupation (grouped in those recognized in
literature at higher risk for meningococcal carriage [13–
17]: students, workers in restaurant/bar/pub/café,
teachers, armed forces, health professionals, and other
occupation); quantity and type of alcoholics consumed
in a week (grouped in low, moderate and high
drinking-risk-level by using the European Commission
classification for alcohol-consumption [26]); active and
passive smoking; and whether in the month before swab
collection the recruited: shared drinks, consumed
illicit-drugs, had sexual intercourses (including intimate
kissing partners) with men and/or women (then grouped
in no-sexual intercourses; heterosexual-intercourses;

Microbiological analyses

Samples were plated on Thayer-Martin agar and Chocolate agar (bioMeriéux, Marcy l’Étoile, France) using a
Wasp processorTM (Copan Diagnostics Inc., Brescia,
Italy) and incubated at 35 °C in a 5–10% CO2 atmosphere, as previously described by Gasparini et al. [20].
Morphological evaluation of bacterial colonies was
performed after 24 and 48 h. All colonies suspected for
being N. meningitidis were identified by MALDI-TOF
(VITEK MS, bioMeriéux). Once confirmed as meningococci, colonies were subcultured on Chocolate agar to
obtain pure cultures and stored at − 80 °C pending
further investigations. Serogroups were assessed for each
N. meningitidis isolate following the protocol proposed
by the Center for Disease Control and Prevention
(https://www.cdc.gov/meningitis/lab-manual/chpt10pcr.html).
DNA from each sample was extracted and purified
using the MagCore Genomic DNA Tissue Kit with automated Nucleic Acid Extractor HF16 (RBCBioscience,
Taiwan). All samples were tested with real time-PCR
(rt-PCR) for the ctrA gene [21]. Samples positive for ctrA
gene were serotyped using rt-PCR (A, B, C, W, Y) and
End-Point PCR (29E and Z) [22].
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same-sex intercourses), used antibiotics, had upper respiratory tract infections and attended (a) discos/clubs/
parties (b) bar/pub/restaurants (c) other close-groups
(e.g. sporting groups).
Results were expressed in terms of odds ratios (ORs)
and adjusted odd ratios (AORs), with 95% CI. Statistical
significance was set at p-value< 0.05.

Results
A total of 2285 oropharyngeal samples were collected
(95.2% of the planned sample size).
The overall prevalence of N. meningitidis carriage was
4.8% (n = 110; 95% CI 2.0–5.3%), and the majority
carried nonencapsulated meningococci (2.3%; 95% CI
1.7–3.1%). Among encapsulated meningococci, serogroup B was the most prevalent (1.8%; 95% CI 1.3–
2.4%; n = 41), followed by serogroup Y (0.5%; 95% CI
0.2–0.9%; n = 11) and serogroup C (0.2%; 95% CI 0.0–
0.4; n = 4). One carrier of serogroup E and one of
serogroup Z were also found (0.04%; 95% CI 0.0–0.2%).
At the MLST analysis performed on the 4 N. meningitidis serogroup C isolates, three individuals from the city
of Empoli (outbreak-area) were found to carry the
outbreak strain, C:ST-11 (cc11), and one form the city of
Grosseto (control-area) carried a C:ST-41/44 clonal
complex meningococci.
Additional file 1: Table S1 describes the study-population showing the meningococcal carriage prevalence by
serogroups, demographic characteristics and risk factors.
Each study centre contributed equally to the sample
size, with serogroup C most prevalent in Empoli (0.5%).
The 4 serogroup C carriers were all aged 11–19 years,
students, and attended disco/clubs/parties in the month
before swab collection.
Participants who shared drinks in the month before
swab collection had a higher serogroups B and C
carriage prevalence (2.7 and 0.4%, respectively) compared with participants who did not (1.2 and 0.0%,
respectively).
Higher carriage prevalence was observed for all
serogroups among illicit-drugs users, with serogroup Y
most prevalent (11.4%).
The majority of smokers carried nonencapsulated
meningococci (7.2%), while the 4 serogroup C carriers
were all exposed to second-hand smoke.
Those who in the month before swab collection had
same-sex intercourses showed a higher meningococcal
carriage prevalence than those who had heterosexual or
had not sexual intercourses, with nonencapsulated meningococci (76.2%) and N. meningitidis serogroups B and
Y most prevalent (76.2, 4.8 and 4.8%, respectively).
Additional file 2: Table S2 shows the results of the univariate and multivariate analyses of factors associated
with meningococcal carriage status.
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At the multivariate analysis including variables with
p < 0.20 at the unviariate analysis, factors statistically
significant associated with the risk of being meningococcal carriage were: illicit-drugs consumption (AOR
6.30; 95% CI 2.44–16.32; p < 0.01), active smoking
(AOR 2.78; 95% CI 1.37–5.63; p = 0.01), disco/clubs/parties attendance (AOR 2.06; 95%CI 1.04–4.23; p = 0.04), the
age-group (p < 0.01) but with a significant association only
for those aged 20–30 years (AOR 3.08; 95% CI 1.97–9.79),
as well as having had sexual intercourse (p < 0.01)
but with a significant increased risk only for those
who had same-sex intercourses (AOR 6.69; 95% CI
2.16–20.70).
Similar results were observed at the multivariate analysis with backward elimination at 10% level, where the
same variables remained correlated with meningococcal
carriage status in the same direction of association.

Discussion
This study shows meningococcal carriage prevalence
and related risk factors during an outbreak due to the
hypervirulent N. meningitidis serogroup C ST-11 (cc11)
strain occurred in Tuscany, Italy, during 2015–2016 [8,
9]. Despite the outbreak, a low prevalence (0.2%) of
serogroup C carriers was found. This finding is consistent with those of previous carriage surveys conducted
during MenC-outbreaks, where serogroup C carriage
prevalence found not to exceed 1%, being 0.3% in
Canada [27], 1.0% in The Netherlands [28], 0.6% in
Spain [29], 1.0% in Denmark [30], and 0.2% in Brazil
[31]. This low serogroup C carriage prevalence during
MenC-outbreaks, could be partially explained both by
the hypothesis of Trotter et al. [32] that serogroup C
strain have a high recovery and transmission rate,
moving quickly through populations while maintaining a
low prevalence, and by the hypothesis of Caugant et al.
[4] that MenC-outbreaks, in particular due to hypervirulent strains (as ST11/cc11), follow their rapid spread in a
specific-population in terms of asymptomatic carriers of
short duration, as suggested by fact that these outbreaks are characterized by the occurrence of
MenC-cases in different locations of restricted geographical areas over short periods of time, without
apparent epidemiological links.
Both hypotheses imply that during MenC-outbreaks,
there are population-pockets where transmission occurs
with people becoming serogroup C carrier for a short
period of time. These population-pockets, are difficult to
detect through prevalence-surveys because this studydesign provides a limited snapshot of a population, that
also due to biases, in particular selection-bias, may not
be reliable of the real carriage prevalence [1].
This limit is present in our study, because the convenience sample with recruitment at vaccination
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clinics, may have introduced selection biases by
recruiting participants who were not in the affected
population-pockets.
Moreover, the reactive vaccination campaign with
MMC/ACWY, started 1-year before the study may have
reduced the serogroup C meningococcal carriage prevalence, since meningococcal serogroup C conjugate
vaccines have demonstrated a positive impact on reducing the carrier rate [33]. Despite this, it should be of
note, that before, during and after this study, the
MenC-outbreak in Tuscany continued to occur [9],
suggesting that the bacterium was still circulating within
specific population-pockets not surveyed.
On the other hand, a higher carriage prevalence
due to nonencapsulated and serogroups B, Y meningococci was found, as in the aforementioned studies
conducted during MenC-outbreak situations [27–31],
indicating a more commensal behaviour and a longer
duration of the carriage status, that facilitates the
identification of people carrying these strains during
carriage surveys [4, 32].
Differences in the meningococcal prevalence by serogroups, demographic characteristics and risk factors of
the study population were observed.
In particular, according to the 2015–2016 MenC
outbreak-investigation conducted by Miglietta et al. in
Tuscany [9], where clusters were recognized among
teenagers attending discos, the 4 serogroup C carriers
were all aged 11–19 years and attended discos/club/parties during the month before swab collection. On the
other hand, in contrast with the result of the outbreakinvestigation, where an involvement of the MSM-community was also identified, none of the serogroup C carriers reported MSM-behaviour. This mismatch may be
due to the low number of serogroup C carriers found
that did not allow to clearly identify risk factors for serogroup C carriers during the outbreak, also determining
the need to group all the serotypes together for the risk
factors analyses.
Higher serogroup C carriage prevalence was observed
in the city of Empoli; in line with this finding, this city
was the one with the higher attack-rate during the
2015–2016 MenC-outbreak [9, 34]. In addition, the fact
that the 3 carriers of the outbreak-strain (C:ST-11/cc11)
were all from the city of Empoli and the one carrying a
C:ST-41/44 clonal complex meningococci was found in
Grosseto (control-area), strongly confirm the circulation
of the outbreak-strain in the affected area.
Overall, risk behaviours identified through multivariate
analyses confirmed what reported in the literature from
carriage surveys. The age group 20-to-30 years was at
increased risk for meningococcal carriage during outbreaks occurred in The Netherlands, Turkey, Wales, and
in a Review of carriage studies conducted in Europe, and
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this is likely due to the convergence of risk behaviours
among young adults [2, 15, 27, 28].
IMD-outbreaks were reported among illicit-drugs
users in the United States (US) [35, 36] and this was a
risk behaviour for meningococcal carriage reported in
other surveys [14, 17]. The mechanisms through which
illicit-drug use may contribute to carriage, meningococcal transmission, or development of IMD are unknown:
sharing illicit-drugs and cannabis-cigarettes use, as well
as prolonged close contact among groups of illicit-drug
users (that may represents population-pockets of meningococcal carriers), is likely to increase the risk [36]. Active smoking is a well-recognized risk factor for
meningococcal carriage as well as for other infections
since it causes structural changes in the respiratory tract
and a decrease in immune response [2, 4, 13, 17].
Meningococcal outbreaks linked to discos attendance
are reported in the literature [37, 38] and it is also indicated as a risk factor for meningococcal carriage [2, 4,
13, 17]. According to these studies, in addition to the
crowded conditions, several risk behaviours may converge and cumulate in these places, from smoke to
illicit-drug and alcohol use, drinks and cigarettes sharing, as well as intimate kissing with multiple partners.
Higher meningococcal carriage prevalence among
MSM is reported in the literature [39–41], and recently,
several MenC-outbreaks involved gay, bisexual and other
MSM in Europe and US [16, 42]. What promote the
spread of meningococci among this population-group is
partially explained by the high prevalence of risk behaviours reported in the literature among MSM that
facilities frequent close-contacts, but also to an unique
mechanism of sexual-transmission or a specific-susceptibility [16, 42].
No significant difference in the risk of being meningococcal carriage was found by place and month of
swab collection. On this regard, the literature shows
contrasting results [27–31], and a clear relation
between meningococcal carriage and IMD-IR has not
yet been established.
Other risk factors for meningococcal carriage reported
in the literature, as alcohol-consumption, drinks-sharing,
bar attendance, upper respiratory infections, antibiotics
consumption, occupation and gender [2, 4, 14–17], were
instead not found associated in our study or associated
only at the univariate analysis.
Limits of this cross-sectional carriage survey are
intrinsic to the study-design [4, 32]; in particular the
convenience sampling at vaccination clinics may have
introduced selection biases, as the general population
might be at lower risk of carriage compared to close
contacts and/or population-pockets where transmission occurs; however, the swabbing of close-contacts
of MenC-cases in other studies did not find higher
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carriage rates [43, 44], supporting the hypothesis
reported by Trotter et al. of the high recovery rate of
N. meningitidis serogroup C strain [31]. Another limit
of the study is represented by response biases that
may have been introduced in sensitive questions. In
addition the low number of serogroup C carriers
found did not allow to identify specific risk factors
and to clearly compare them with the results of the
outbreak-investigation [9].
On the other hand, strengths of this study are represented by the good stability and fit of the data of multivariate models as indicated by the very similar results
produced. In addition, the combined use of PCR and
culture allowed maximizing the sensitivity.

Authors’ contributions
PS, GR, PP and AM conceived and designed the study after request of
assistance from the Tuscany Region. AM prepared the questionnaires and
drafted the manuscript together with PS. FI performed the data entry and
the statistical analysis. CA, MM and FN performed the nasopharyngeal swab
PCR and the MLST analysis, interpreted the results and participated in the
preparation of the manuscript, revising it critically. GMR, PP and ER
performed the nasopharyngeal swab culture, interpreted the results and
participated in the preparation of the manuscript, revising it critically. The
Carriage Study Working Group further designed and planned the study,
contributed in the result interpretation and critically revised the manuscript.
FV and EB coordinated the study, contributed in the result interpretation and
critically revised the manuscript. All authors read and approved the different
study steps and the final manuscript.

Conclusions
In conclusion, this study found a low prevalence of
serogroup C carriage in an area of Tuscany affected by an
outbreak due to the hypervirulent meningococcal serogroup C ST-11 (cc11) strain. Multilocus sequence typing
analyses confirmed the circulation of the outbreak-clone
in the outbreak-area and the risk factors analysis underlined a convergence of risk behaviours, partially confirmed
by the outbreak-investigation, which should be considered
in targeted immunization campaigns.

Consent for publication
Not applicable.

Additional files
Additional file 1: Table S1. Meningococcal carriage prevalence by
serogroups, demographic characteristics and risk factors. Tuscany, Italy
(n = 110). (DOCX 42 kb)
Additional file 2: Table S2. Factors associated with meningococcal
carriage. Univariate and multivariate analyses. Tuscany, Italy (n = 2285).
(DOCX 41 kb)

Ethics approval and consent to participate
The study was approved by the Regional Ethic Committee of Tuscany.
Participants signed a written informed consent for participation that was also
obtained from parents/legal guardians of subject aged less than 18 years.

Competing interests
The authors declare that they have no competing interests.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.
Author details
1
Department of Infectious Diseases, Istituto Superiore di Sanità, Viale Regina
Elena, 299, 00161 Rome, Italy. 2Regional Health Agency of Tuscany,
Epidemiologic Observatory, Via Pietro Dazzi, 1, Flroence, Italy. 3Units of
Epidemiology and Preventive Medicine, Central Tuscany Health Authority, Via
di San Salvi , 12 - Palazzina 16 –, 50135 Florence, Italy. 4Clinical Microbiology
and Virology Unit, Careggi University Hospital, Largo Brambilla, 3, 50134
Florence, Italy. 5Laboratory of Immunology and Infectious Diseases, Anna
Meyer Children’s University Hospital, University of Florence, Viale Gaetano
Pieraccini, 24, 50139 Florence, Italy. 6Department of Experimental and Clinical
Medicine, University of Florence, Largo Brambilla, 3, 50134 Florence, Italy.
7
Living Environment, Food and Veterinary Prevention and Safety Office,
Tuscany Region, Via Taddeo Alderotti, 26/N, 50139 Florence, Italy.
Received: 16 March 2018 Accepted: 7 December 2018

Abbreviations
ACWY: Quadrivalent meningococcal conjugate vaccine; AORs: Adjusted odd
ratios; cc: Clonal complex; CI: Confidence intervals; IMD: Invasive
meningococcal disease; IR: Incidence rate; MCC: Serogroup C conjugate
vaccine; MenC: N. meningitidis serogroup C; MLST: Multilocus sequence
typing; MoH: Italian Ministry of Health; MSM: Men who have sex with men;
ORs: Odds ratios; PCR: Polymerase chain reaction; ST: Sequence type;
STATA: Data Analysis and Statistical Software
Acknowledgments
The authors would like to thank the Public Health Nurses (Assistenti
Sanitari/Infermieri) who recruited participants at vaccination clinics.
Meningococcal Carriage Study Group
Alessandra Bagnoli, Giuseppe Boncompagni, Francesco Cipriani, Paolo Filidei,
Giorgio Garofalo, Marinella Chiti, Gabriele Mazzoni, Astrid Mercone,
Giovanna Mereu, Sabrina Novelli, Maria Grazia Santini, Maurizio Spagnesi.
Funding
This research did not receive any specific grant from funding agencies in the
public, commercial, or not-for-profit sectors.
Availability of data and materials
The full database is available from the corresponding author on reasonable
request.

References
1. Trotter CL, Gay NJ, Edmunds WJ. The natural history of meningococcal
carriage and disease. Epidemiol Infect. 2006;134:556–66.
2. Soriano-Gabarró M, Wolter J, Hogea C, Vyse A. Carriage of Neisseria
meningitidis in Europe: a review of studies undertaken in the region. Expert
Rev Anti-Infect Ther. 2011;9:761–74.
3. Christensen H, May M, Bowen L, Hickman M, Trotter CL. Meningococcal
carriage by age: a systematic review and meta-analysis. Lancet Infect Dis.
2010;10:853–61.
4. Caugant DA, Tzanakaki G, Kriz P. Lessons from meningococcal carriage
studies. FEMS Microbiol Rev. 2007;31:52–63.
5. European Centre for Disease Prevention and Control. Annual
Epidemiological Report 2016. Invasive meningococcal disease. 2016. https://
ecdc.europa.eu/en/publications-data/invasive-meningococcal-diseaseannual-epidemiological-report-2016.
6. Stefanelli P, Fazio C, Sofia T, Neri A, Mastrantonio P. Serogroup C
meningococci in Italy in the era of conjugate menC vaccination. BMC Infect
Dis. 2009;22:9–135.
7. de Waure C, Miglietta A, Nedovic D, Mereu G, Ricciardi W. Reduction in
Neisseria meningitidis infection in Italy after meningococcal C conjugate
vaccine introduction: a time trend analysis of 1994-2012 series. Hum Vaccin
Immunother. 2016;12:467–73.
8. Stefanelli P, Miglietta A, Pezzotti P, Fazio C, Neri A, Vacca P, et al. Increased
incidence of invasive meningococcal disease of serogroup C / clonal

Miglietta et al. BMC Infectious Diseases

9.

10.
11.

12.

13.

14.

15.

16.

17.

18.
19.

20.

21.

22.

23.

24.

25.
26.

27.

28.

29.

(2019) 19:29

complex 11, Tuscany, Italy, 2015 to 2016. Euro Surveill. 2016;21(12). https://
www.eurosurveillance.org/content/10.2807/1560-7917.ES.2018.23.34.1700636.
Miglietta A, Fazio C, Neri A, Pezzotti P, Innocenti F, Azzari C, et al.
Interconnected clusters of invasive meningococcal disease due to Neisseria
meningitidis serogroup C ST-11 (cc11), involving bisexuals and men who
have sex with men, with discos and gay-venues hotspots of transmission,
Tuscany, Italy, 2015 to 2016. Euro Surveill. 2018;23(34).
Regione Toscana: Population data by year. (2017). Accessed 3 Feb 2017.
http://www.regione.toscana.it/statistiche/dati-statistici/popolazione
Moreno J, Hidalgo M, Duarte C, Sanabria O, Gabastou JM, Ibarz-Pavon AB.
Characterization of carriage isolates of Neisseria meningitides in the
adolescents and young adults population of Bogota (Colombia). PLoS One.
2015;10:135–497.
Sáfadi MA, Carvalhanas TR, Paula de Lemos A, Gorla MC, Salgado M, Fukasawa
LO. Carriage rate and effects of vaccination after outbreaks of serogroup C
meningococcal disease, Brazil, 2010. Emerg Infect Dis. 2014;20:806–11.
Fitzpatrick PE, Salmon RL, Hunter PR, Roberts RJ, Palmer SR. Risk factors for
carriage of Neisseria meningitidis during an outbreak in Wales. Emerg Infect
Dis. 2000;6:65–9.
Davies AL, O’Flanagan D, Salmon RL, Coleman TJ. Risk factors for Neisseria
meningitidis carriage in a school during a community outbreak of
meningococcal infection. Epidemiol Infect. 1996;117:259–66.
Tekin RT, Dinleyici EC, Ceyhan M, Karbuz A, Salman N, Sutçu M, et al. The
prevalence, serogroup distribution and risk factors of meningococcal
carriage in adolescents and young adults in Turkey. Hum Vaccin
Immunother. 2017;13:1182–9.
European Centre for Disease Prevention and Control (ECDC). Invasive
meningococcal disease among men who have sex with men. Rapid risk
assessment. 2013. http://ecdc.europa.eu/en/publications/Publications/rapidrisk-assessment-invasivemeningococcal-disease-among-MSM.pdf. Accessed
23 Feb 2017.
Imrey PB, Jackson LA, Ludwinski PH, England AC, Fella GA, Fox BC, et
al. Meningococcal carriage, alcohol consumption, and campus bar
patronage in a serogroup C meningococcal disease outbreak. J Clin
Microbiol. 1995;33:3133–7.
Roberts J, Greenwood B, Stuart J. Sampling methods to detect carriage of
Neisseria meningitidis; literature review. J Inf Secur. 2009;58:103–7.
Drake C, Barenfanger J, Lawhorn J, Verhulst S. Comparison of easy-flow
Copan liquid Stuart's and Starplex swab transport systems for recovery of
fastidious aerobic bacteria. J Clin Microbiol. 2005;43:1301–3.
Gasparini R, Comanducci M, Amicizia D, Ansaldi F, Canepa P, Orsi A, et
al. Molecular and serological diversity of Neisseria meningitidis carrier
strains isolated from Italian students aged 14 to 22 years. J Clin
Microbiol. 2014;52:1901–10.
Azzari C, Canessa C, Lippi F, Moriondo M, Indolfi G, Nieddu F, et al.
Distribution of invasive meningococcal B disease in Italian pediatric
population: implications for vaccination timing. Vaccine. 2014;32:1187–91.
Bennett DE, Mulhall RM, Cafferkey MT. PCR-based assay for detection of
Neisseria meningitidis capsular serogroups 29E, X, and Z. J Clin Microbiol.
2004;42:1764–5.
Jordens JZ, Williams JN, Jones GR, Heckels JE. Detection of meningococcal
carriage by culture and PCR of throat swabs and mouth gargles. J Clin
Microbiol. 2002;40:75–9.
Maiden MC, Bygraves JA, Feil E, Morelli G, Russel JE, Zhang Q. Multilocus
sequence typing: a portable approach to the identification of clones within
populations of pathogenic microorganisms. Proc Natl Acad Sci U S A. 1998;
95:3140–5.
Hosmer DW, Lemeshow S. Applied logistic regression. New York: Wiley; 2000.
Anderson P, Baumberg B. Alcohol in Europe. Institute of Alcohol Studies.
2006; http://ec.europa.eu/health/ph_determinants/life_style/alcohol/
documents/alcohol_europe.pdf. Accessed 3 Mar 2017.
Patrick DM, Champagne S, Goh SH, Arsenault G, Thomas E, Shaw C, et al.
Neisseria meningitidis carriage during an outbreak of serogroup C disease.
Clin Infect Dis. 2003;37:1183–8.
Conyn-van Spaendonck MA, Reintjes R, Spanjaard L, van Kregten E,
Kraaijeveld AG, Jacobs PH. Meningococcal carriage in relation to an
outbreak of invasive disease due to Neisseria meningitidis serogroup C in
the Netherlands. J Inf Secur. 1999;39:42–8.
Fernández S, Arreaza L, Santiago I, Malvar A, Berrón S, Vazquez JA, et al.
Carriage of a new epidemic strain of Neisseria meningitidis and its

Page 7 of 7

30.

31.

32.

33.
34.

35.

36.

37.

38.

39.

40.

41.
42.

43.

44.

relationship with the incidence of meningococcal disease in Galicia, Spain.
Epidemiol Infect. 1999;123:349–57.
Rønne T, Berthelsen L, Buhl LH, Lind I. Comparative studies on pharyngeal
carriage of Neisseria meningitidis during a localized outbreak of serogroup
C meningococcal disease. Scand J Infect Dis. 1993;25:331–9.
Nunes AM, Ribeiro GS, Ferreira ÍE, Moura ARSS, Felzemburgh RDM, de
Lemos APS, et al. Meningococcal carriage among adolescents after mass
meningococcal C conjugate vaccination campaigns in Salvador, Brazil. PLoS
One. 2016;11:166–475.
Trotter CL, Gay NJ, Edmunds WJ. Dynamic models of meningococcal
carriage, disease, and the impact of serogroup C conjugate vaccination. Am
J Epidemiol. 2005;162:89–100.
Poore KD, Bauch CT. The impact of aggregating serogroups in dynamic
models of Neisseria meningitidis transmission. BMC Infect Dis. 2015;30:15–300.
Stefanelli P, Fazio C, Neri A, Ciammaruconi A, Balocchini E, Anselmo A, et al.
Genome-based study of a spatio-temporal cluster of invasive
meningococcal disease due to Neisseria meningitidis serogroup C, clonal
complex 11. J Inf Secur. 2016;73:136–44.
Weiss D, Stern EJ, Zimmerman C, Bregman B, Yeung A, Das D, et al.
Epidemiologic investigation and targeted vaccination initiative in response
to an outbreak of meningococcal disease among illicit drug users in
Brooklyn, New York. Clin Infect Dis. 2009;48:894–901.
Krause G, Blackmore C, Wiersma S, Lesneski C, Woods CW, Rosenstein NE.
Marijuana use and social networks in a community outbreak of
meningococcal disease. South Med J. 2001;94:482–5.
Riesbeck K, Orvelid-Mölling P, Fredlund H, Olcén P. Long-term persistence
of a discotheque-associated invasive Neisseria meningitidis group C strain
as proven by pulsed-field gel electrophoresis and porA gene sequencing. J
Clin Microbiol. 2000;38:1638–40.
Finn R, Groves C, Coe M, Pass M, Harrison LH. Cluster of serogroup C
meningococcal disease associated with attendance at a party. South Med J.
2001;94:1192–4.
Toh E, Gangaiah D, Batteiger BE, Williams JA, Arno JN, Tai A, et al. Neisseria
meningitidis ST11 complex isolates associated with nongonococcal
urethritis, Indiana, USA, 2015-2016. Emerg Infect Dis. 2017;23:336–3.
Janda WM, Bohnhoff M, Morello JA, Lerner SA. Prevalence and sitepathogen studies of Neisseria meningitidis and N. gonorrhoeae in
homosexual men. JAMA. 1980;244:20–60.
Tayal SC, Rashid S, Muttu KM, Hildreth AJ. Meningococcal carriage:
prevalence and sex-related risk factors. J Inf Secur. 1997;34:101–5.
Weiss D, Varma JK. Control of recent community-based outbreaks of
invasive meningococcal disease in men who have sex with men in Europe
and the United States. Euro Surveill. 2013;18:28.
Simmons G, Martin D, Stewart J, Jones N, Calder L, Bremner D. Carriage of
Neisseria meningitidis among household contacts of patients with
meningococcal disease in New Zealand. Eur J Clin Microbiol Infect Dis.
2001;20:237–42.
Cartwright KA, Stuart JM, Robinson PM. Meningococcal carriage in close
contacts of cases. Epidemiol Infect. 1991;106:133–41.

